. Data collection and refinement statistics. Table S3 : Carbon-carbon distance between methyl groups modeled on bases in bold: on adenines in N6 and cytosines in N4 position in a conformation pointing towards the Hoogsteen edge and thus not disrupting Watson-Crick base pairing; and on cytosines in C5 position.
Data collection statistics

6-methyladenine
sequence context . Active site residues are marked by yellow diamonds and residues that have been mutated in winged helix domain to weaken DNA binding are indicated by black triangles. 
